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Upload your files

Direct to Dropbox/Google 
Drive login page for file 
upload



Choose the analysis to run:

- List of available analysis
created for current user
- Opens the analysis in a new
tab



A sample analysis page for Single-End RNASeq Analysis

Select Fastq files for analysis

Sample Annotation file

Provide a Contrast

Provide an output



Wait for analysis to finish, then download results

Once a project is submitted 
for analysis, an email will 
be send once the analysis  
is completed.

Result packages will show 
up here for download to 
Dropbox/Google Drive



See all your uploaded files (and delete if necessary)



Example Results



Example Output - MultiQC



Example Output – Analysis Report



For more information:
https://www.hsph.harvard.edu/qbrc/services/cloud-services/cnap/

https://www.hsph.harvard.edu/qbrc/services/cloud-services/cnap/


For example RNASeq output:
https://www.dropbox.com/sh/0eoik7bgoe5jcz8/A
ABdi14CEuamdYEADKze9ISca?dl=0

chttps://www.dropbox.com/sh/0eoik7bgoe5jcz8/AABdi14CEuamdYEADKze9ISca?dl=0

